LOCUS       DQ232718                 467 bp    mRNA    linear   INV 09-NOV-2005
DEFINITION  Mayetiola destructor protease inibitor G11C4 mRNA, complete cds.
ACCESSION   DQ232718
VERSION     DQ232718
KEYWORDS    .
SOURCE      Mayetiola destructor (Hessian fly)
  ORGANISM  Mayetiola destructor
            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;
            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;
            Cecidomyiidae; Mayetiola.
REFERENCE   1  (bases 1 to 467)
  AUTHORS   Chen,M.-S.
  TITLE     Molecular characterization of cDNAs encoding protease inhibitors
            from the Hessian fly [Mayetiola destructor (Say)]
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 467)
  AUTHORS   Chen,M.-S.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-OCT-2005) USDA-ARS and Department of Entomology,
            Kansas State University, 123 Waters Hall, Manhattan, KS 66506, USA
FEATURES             Location/Qualifiers
     source          1..467
                     /organism="Mayetiola destructor"
                     /mol_type="mRNA"
                     /specimen_voucher="150; Museum of Entomological and
                     Prairie Arthropod Research at Kansas State University at
                     Manhattan"
                     /db_xref="taxon:39758"
     CDS             29..385
                     /codon_start=1
                     /product="protease inibitor G11C4"
                     /protein_id="ABB70543"
                     /translation="MNSLIGLIKIVFFIGIVVISVHPALAENNSECVSSTPKDCGPNK
                     VLNPRFLHRCFYPQCITSTESCPDQRQIKFKLSPRPECACSDGFAYKSIDTCAPINSP
                     ECGQLGYSWPPLPYTS"
ORIGIN      
        1 catatcgttt gttaacttca acaagaatat gaattcgtta attggtttga ttaaaattgt
       61 tttttttatt ggaattgttg ttatttctgt acatccagct ttggctgaaa acaactcaga
      121 atgtgtttca tctacaccga aagactgtgg accaaataag gtattgaatc cgcgcttctt
      181 acatcgatgc ttttatccac aatgcatcac ttcgactgaa tcgtgtccag atcaacgtca
      241 aatcaaattt aaattgtcgc caagacctga atgcgcatgc agtgatggat ttgcttataa
      301 atcaattgat acgtgtgcac cgattaattc acctgaatgt ggacaattgg gttacagttg
      361 gccaccactt ccttacacat catagcttat ttgaattaca tttttgcgaa tatctccgat
      421 tataatcgtc aaaattttcc gttattgaaa taaataaccc aaaatcc
