LOCUS       AY318797                 484 bp    mRNA    linear   INV 26-SEP-2003

DEFINITION  Mayetiola destructor clone 18b6 salivary secreted protein mRNA,

            complete cds.

ACCESSION   AY318797

VERSION     AY318797

KEYWORDS    .

SOURCE      Mayetiola destructor (Hessian fly)

  ORGANISM  Mayetiola destructor

            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;

            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;

            Cecidomyiidae; Mayetiola.
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FEATURES             Location/Qualifiers

     source          1..484

                     /organism="Mayetiola destructor"

                     /mol_type="mRNA"

                     /db_xref="taxon:39758"

                     /clone="18b6"

                     /note="biotype: gp"

     CDS             11..298

                     /codon_start=1

                     /evidence=not_experimental

                     /product="salivary secreted protein"

                     /protein_id="AAQ88257"

                     /translation="MKYSLAFLFVASTAFLMASAAPKRAAQQSEAQLRNELRLALNAL

                     EGLGRRVPDTDVPTVQERLADAEELRAARLRLARARAALNLPILDFDTRRQ"

BASE COUNT      141 a    108 c     97 g    138 t

ORIGIN      

        1 ctaaattaaa atgaagtatt cgttagcttt ccttttcgta gcttctacag cttttttgat

       61 ggccagcgct gcaccgaaac gcgctgctca gcaaagcgaa gcacagttgc gcaatgaact

      121 gagactggct ttaaatgcac tcgagggact tggacgccgc gtaccggata ccgatgtacc

      181 tacggtacag gagagattgg cagatgctga agagttgcgc gctgcacgat tgcgccttgc

      241 ccgggcacgc gctgcattga atctccctat attggatttc gatacaagac gccaataaaa

      301 tattgtactt atataatagc ggaaaagata ttgaacgcgc cactatgacg tcaaaaattt

      361 aagttttctt acattcttta ttttatagcc gtcttacaaa tgcattgatg ttgtataata

      421 tcttccgcta aaattggtat acccacccga aatattcaat aaccattcat aaatttatcc

      481 caaa

//

